Fig. S2. Immunostaining and mfERG related to
. A. High power view of immunostaining related to Fig. 3 . The black arrows shows a monolayer of GFP+ transplanted cells apposed to the ONL and extending RHO+ OS to the RPE. A' is a higher power view. B. Higher power view of GFP+ transplanted cells integrated into the ONL and forming RHO+ OS. C. While transplant of 5 x 10 5 GFP+ cells led primarily to a monolayer of cells either integrated into the ONL or apposed to the ONL containing RHO+ OS, when 1 x 10 6 GFP+ cells were transplanted into the subretinal space, cells frequently formed aggregates. Although cells in these aggregates expressed RHO, they did not form OS directed toward the RPE. And, importantly, such aggregates failed to maintain opsin+ OS in endogenous cones. D. Low power view of a cell injection site in Fig. 3 . E. Retinal flatmount in the region of GFP+ cell injection. Note induced cone opsin expression surrounding the GFP+ cells. F. Transplantation of GFP + rod precursors into the subretinal space of P23H pigs preserves photopic mfERG. Above, positions of injected GFP + rod precursors just superior to the optic nerve (ON) and the region of mfERG assessment (yellow circle) in the optic cup is shown. Below, representative mfERGs showing increased local photopic mfERG linked to preservation of COS in the region surrounding transplants are shown. n=5. Blue lines denote representative areas around injection sites used for hexagon quantification in Fig. 3. 
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F. Fig. 6 . Primary cells cultures were infected with 2 x 10 11 vector genomes per ml, and RNA for PCR and GFP fluorescence was analyzed 1 week later. B. Txnip shRNA AAV viruses inhibit photopic mfERG but do not affect scotopic ffERG. Representative ERGs are shown before injection and at the 4 week time point after injection when eyes were harvested (Fig. 6) . "ON", is optic nerve. The blue lines denote representative hexagon areas surrounding the injection site that were counted in Fig. 6 . Representative GFP expression in optic cups is shown on the left. Yellow circles show areas of mfERG analysis and RNA extraction (see Fig. 6J 
